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Sequence Database Search Request 10/071,174 


SEARCH REQUEST FORM 
Scientific and Technical Information Center 


Examiner* : 78697 
Art Unit: 1635 

Phone Number: 571-272-0756 
Date: 5/31/05 

Serial Number: 10/071,174 

Mailbox & Bldg/Room Location: REMSEN 2C18 

Results Format Preferred (circle): Paper 


I would like to have a standard search performed using the following SEQ. ID NOs. from application : 10/071,174 

SEQ ID NO. 1 (Nucleic Acid 887 nucleotides long) standard search of Nucleic Acids DBs 

SEQ ID NO: 2 (Amino acid sequence 204 aa's long, encoded by SEQ ID NO: 1) standard search of Protein DBs 

SEQ ID NO: 37 (nucleic acid 180 nucleotides long) standard search of Nucleic Acids DBs 

Please NOTE: 

A claim reads is drawn to a nucleic acid sequence comprising SEQ ID NO: 1 
wherein the nucleic acid sequence is distinct from SEQ ID NO: 37 
If it is possible could I get a sequence alignment of SEQ ID NO: 1 and SEQ ID 
NO:37 (but I am not sure if they even have any common sequence) 


Please dont hesitate to call me if you need assistance or clarification. 

Thanks, 
Eric 


Art Unit 1635 
Office: REMSEN 2D20 
mailbox: REM 2C18 
571-272-0756 


************************ 
STAFF USE ONLY 

Searcher: 

Searcher Phone: 2- 

Date Searcher Picked up: 

Date Completed: 

Searcher Prep/Rev. Time: 

Online Time: 


************************ 
Type of Search 

NA#: AA#: 

Interference: SPDI: 

S/L: Oligomer: 

Encode/T ransl: 

Structure*: Text: 

Inventor: Litigation: ■ 


Vendors and cost where applicable 

STN: 

DIALOG: 

QUESTEL/ORBIT: 

LEXIS/NEXIS: 

SEQUENCE SYSTEM: 

WWW/Internet: 

Other(Specify): 


